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(SEEX TRLZ-AaTI2R. 2RUMEE EYHERRAM REFRRERBIRFAREE. SEBRBKR EE2ER-N\(FIHY—FEo5—)

A

FPif s<oBmnmgmnsasn. #RTHA00ENRERENGEOSS (LAE YER 52
SIERD F, EYENE RERT T HRRT. MEROREREN/N\ITIVA—LIZHERMEZIN
W95, FERICZLVAETS/BETE EICHET 56— RIELEME“Candidatus Carsonella
ruddii” (Gammaproteobacteria: Oceanospirillales) (32 ¥ P53 &I HET H—A. L5—FD
[ZRHEEMEIIFOIZIRFICKVELGY  BEOELBETREICERSN TER-EHERSN
%, OLIN\ITVA—LRERIIBEEDEFICTAI RGO . FIRMEO S VFHRGRRERRE D
BHELTHEETHY. TORYIEDEBAROLN TS, ZETEAMRTIE. VTDERTH
%97 F%Z2Anomoneura mori(F252F) M Carsonella (Carsonella_AM) & Z R EHE
(Secondary_AM, Gammaproteobacteria: Enterobacterales) D4/ L& fE#TLT=.

i —_

(A) 27 ¥ S5 EH(J Asia Pac Entomol (2018) 21(2): 603-608). (B) /32T )74 — L2+ % Carsonella® BTE.
(C) B =R+ 4 #E D FHFE (Appl Environ Microbiol (1998) 64(10): 3599-3606).

GIXTOSEHBO/NGT)A—LMSDNAZHE L. TruSeq DNA PCR-Free Sample Preparation kit&Nextera Mate Pair Sample Preparation kit (lllumina) UL T, £71Z4.800
bpRT7IURSATS5)—E8 kb A MRT 54T S5)—%EABLT=, S514T5')—IEMiSeq Reagent kit v3(600H 1 2)L; lllumina) ZALVTMiSeqTo—4 AL, 5113675 (754 Mb) DR
TIVR)—K, EEXKV1037 (447 Mb) DAL RRT)—FEHF Tz, R7U—F DL T b hiCarsonella8%##i (NC_018417.1, AP009180.1, CP003541.1, CP003542.1, CP003543.1,
CP003545.1, CP003467.1, CP012411.1) a1l AT —FRIX. blastnEh R 2 Liperl R ThERWzO—hIL T 54 AV MRFRIZEYIREL =, BRHIT5—IX. 17-merf8EIZE DLy
TShortReadManagerz LN TIEIELT=, &51126,000D R 7 LU R1J—K (72.6 Mb) £25,000D A4 kX 71)—K (5.58 Mb) #Newbler version 2.9 (Roche)ZRWLNT7t>JILL, 52D R
FwT+—ILEE2200>0.5 kKbDAL T4 % B 1=, A T4 BD Xy TEFILGenoFinisher&AceFileViewerad ALV TRE L o BIEF FRIET /T—avIEF T DFASTENCBI
PGAPZFLTITLY, ZMDH“RNAmmer 1.2 Server, NCBI ORFfinder, eggNOG-mapper v2, BLASTHEZRZRAWTBRIEIELTz, FRIEEFDHEEET /T— 3> [FeggNOG-Mapper

V2EFLTITL, B SAYIAIZKEGG. OXILAFRINA T REGCRFa—IEArcWithColor 1.62% FALNTHREHTL -,

mR-BE
- Secondary AM®M 4/ Lild Carsonella_ AMRBE ¥k, 1#&/NTIEGC.

fRITDFER. Carsonella_AM%"/ L11$169,120 bp (16.2% GC). Secondary_AM%*/ 1[£229,822 bp (17.3% GC)DE— LB TER SN S LML M ERDT=,
S EBFRE(X, Secondary AMY/ LDH A XEGCEEN Carsonella AMERIFEEIZHB/NNDIEGCTHAH_ET. Secondary AMETEBEERDEHOH TR ICHI-2HEXREFRARZR
HRIEEND, ChlE. BEERD2FE D+ 5= Ctenarytaina eucalypti(1.4 Mb, GC43.3%) & & U Heteropsylla cubana(1.1 Mb, GC28.9%) M — RIAEHME 7/ LA, [FHMITK

E{. BCCTHHDEXMBHITH S,

160kb OO

Secondery_AM

F Carsonella_AM

169,120 bp 229,822 bp

(17.3%GC)

(16.2%GC)

120 kb

| QNN IR REN ENN EEENN ENN B RAEE RN

[Q] Secondary metabolites biosynthesis, transport and catabolism
[L] DNA replication, recombination and repair

[K] Transcription

[J] Translation, ribosomal structure and biogenesis

[O] Posttranslational modification, protein turnover, chaperones
[C] Energy production and conversion

[G] Carbohydrate transport and metabolism

[1] Lipid transport and metabolism

[F] Nucleotide transport and metabolism

[E] Amino acid transport and metabolism

[H] Coenzyme transport and metabolism

[P] Inorganic ion transport and metabolism

[M] Cell wall/membrane/envelope biogenesis

[D] Cell cycle control, cell division, chromosome partitioning

[N] Cell Motility

[U] Intracellular trafficking, secretion, and vesicular transport

[T] Signal transduction mechanisms

[R] General function prediction only / [S] Function unknown / Not in COGs
rRNA

tRNA

B1. 77X OFIHEMET / LOTRIKE, RIDAIFSMUNSLLTIER : (1) kbR —IL, (2) IB#HI—F&ERF. 3) ##HI—FEEF. (4) OXILAFRDRY.

(5) GCRF1—, (6) G+CEE. (4). (5). (6)IE. 100 bpDRSA T4 4L RHE10 bpD ATV T H A XERNTEHR,

-9 XTS5, Carsonella_AM, Secondary AMO 1% B 43 1% [ L AB 4 #9.
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Vitamins
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2. WETI/BEEFIZI DERER. . &. AEOXHIE. HETIERELGFINTNTL
Carsonella_AM, Secondary AM. 27 ¥ 524/ LIZa—REh TS0, BXEIE. CholZRohENED,

-+ =A,
A A

Carsonella_AM% / L%, 10fE 58D BT/
BEDS>L8BEDEHICET B FE LR
BL. RBRHEKRLLTOHEEZTRTH, B
[F—EATELE T HITNI T I7o A RRIET
[&trpELtrpGD 2B FLMR DM ooz,
hITHL, M) TR I7o BRI B fthiE
{=F (trpD. trpCF. trpB. trpA) I
Secondary AM®M4"/ LAl2a—REnTEY.,
Carsonella_AMé&Secondary AMD X 31#4E
DR ESN T (B2) . Secondary AM%°/
L OTI/BERBERTFIIINL4DDH
T, ZOEEHEIAASIND,

Secondary AMIZ. ®IZYEIERIZZLLNES
SUBBTHAELFU . URIZELDERE
{=F (FNFbioA. bioB. bioD&ribA. ribB.
ribD, ribH) £3a—KLTL V=, UIRISEV &R
DORBERIGIZHERNbEIX, £EHE—FED
WTFRERWNTUL A, HRDETHREIZELY
FOTEINCDEEFERREMEISKF
ERBICKVESLI=CENBALIEESTHEY.,
BE-HAMERORBNBE#EL RSN,

(Highly reduced complementary genomes of
dual bacterial symbionts in the mulberry
psyllid Anomoneura mori. Yasuda Y, Inoue H,
Hirose Y, Nakabachi A. Microbes Environ.
2024;39(3):ME24041.)
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